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ATGACCACGCTGGCCGGGGCCGTCCCCAGGATGATGCGGCCCGGGGCCGGGCAGAACTACCCCCGCAGCG
GCTTCCCGCTGGAAGTCCCT 

M  T  T  L  A  G  A  V  P  R  M  M  R  P  G  A  G  Q  N  Y  P  R  S  G  F  P  L  E  V  P   
ACTCCTCTAGGCCAGGGCAGAGTCAATCAGCTCGGAGGAGTGTTTATCAATGGCAGGCCTTTACCCAACCA
TATCCGACACAAGATAGTG  

T  P  L  G  Q  G  R  V  N  Q  L  G  G  V  F  I  N  G  R  P  L  P  N  H  I  R  H  K  I  V     
GAGATGGCCCACCATGGCATAAGGCCCTGTGTCATCTCTCGCCAGCTGCGAGTGTCCCACGGCTGCGTCTC
CAAAATTCTCTGCAGGTAC  

E  M  A  H  H  G  I  R  P  C  V  I  S  R  Q  L  R  V  S  H  G  C  V  S  K  I  L  C  R  Y  
CAGGAGACGGGCTCCATCCGGCCGGGGGCCATCGGCGGCAGCAAGCCCAAGCAGGTGACGACGCCGGAC
GTGGAGAAGAAAATCGAGGAA  

Q  E  T  G  S  I  R  P  G  A  I  G  G  S  K  P  K  Q  V  T  T  P  D  V  E  K  K  I  E  E   
TACAAGCGGGAAAACGCCGGCATGTTCAGCTGGGAGATCCGAGACAAGCTGCTGAAGGACGGCGTGTGC
GACCGCAACACGGTGCCCTCG  

Y  K  R  E  N  A  G  M  F  S  W  E  I  R  D  K  L  L  K  D  G  V  C  D  R  N  T  V  P  S   
GTGAGCTCCATCAGCCGCATCCTGCGGAGCAAGTTTGGGAAAGGCGAGGAGGAGGAGGCCGAGCTGGAG
AGGAAGGAGGCGGAGGAAGGC 

V  S  S  I  S  R  I  L  R  S  K  F  G  K  G  E  E  E  E  A  E  L  E  R  K  E  A  E  E  G  
GACAAGAAGGCGAAGCACAGCATCGACGGCATCCTCAGCGAGAGAGCACCCCAGTCTGATGAAGGCTCT
GACATTGATTCTGAACCAGAC 

D  K  K  A  K  H  S  I  D  G  I  L  S  E  R  A  P  Q  S  D  E  G  S  D  I  D  S  E  P  D  
TTACCTTTAAAAAGAAAGCAGCGTCGTAGCAGGACAACCTTCACAGCAGAGCAACTGGAAGAGCTGGAA
AGAGCTTTTGAGAGGACACAC 

L  P  L  K  R  K  Q  R  R  S  R  T  T  F  T  A  E  Q  L  E  E  L  E  R  A  F  E  R  T  H  
TACCCTGACATTTATACTCGGGAAGAACTTGCGCAAAGAGCCAAACTCACGGAGGCTCGAGTTCAGGTCT
GGTTTAGTAATCGTCGTGCT  

Y  P  D  I  Y  T  R  E  E  L  A  Q  R  A  K  L  T  E  A  R  V  Q  V  W  F  S  N  R  R  A   
AGATGGAGGAAACAGGCAGGAGCCAACCAACTGATGGCTTTCAACCATCTGATCCCAGGAGGATTTCCAC
CCAGTGCCATGCCAACTTTG  

R  W  R  K  Q  A  G  A  N  Q  L  M  A  F  N  H  L  I  P  G  G  F  P  P  S  A  M  P  T  L  
CCGACATACCAGCTCTCCGAGCCATCCTACCAGCCCACCTCCATACCGCAAGCCGTGTCTGATCCAAGCAG
TACAGTCCATAGACCTCAG 

P  T  Y  Q  L  S  E  P  S  Y  Q  P  T  S  I  P  Q  A  V  S  D  P  S  S  T  V  H  R  P  Q   
CCTCTTCCTCCAAGCACTGTACACCAAAGCAGCCTCCCTTCGAATCCAGAGAGCAGCACTGCCTATTGCCT
ACCCAGCACCAGGCATGGA  

P  L  P  P  S  T  V  H  Q  S  S  L  P  S  N  P  E  S  S  T  A  Y  C  L  P  S  T  R  H  G  
TTTTCCAGCTATACAGACAGCTTTGTGCCTCCGTCCGGGCCCTCAAATCCCATGAACCCTGCCATTGGCAAT
GGCCTTTCACCTCAGGTA  

F  S  S  Y  T  D  S  F  V  P  P  S  G  P  S  N  P  M  N  P  A  I  G  N  G  L  S  P  Q  V  
ATGGGACTCTTGACTAACCATGGTGGTGTGCCCCACCAGCCTCAAACTGATTATGCCCTGTCCCCTTTGACT
GGGGGCCTGGAGCCCACC  

M  G  L  L  T  N  H  G  G  V  P  H  Q  P  Q  T  D  Y  A  L  S  P  L  T  G  G  L  E  P  T  
ACCACGGTCTCAGCCAGCTGCAGTCAGCGGCTAGAGCACATGAAGAGTTTAGACAGCCTGCCTACATCCC
AGTCCTACTGCCCACCGACC  

T  T  V  S  A  S  C  S  Q  R  L  E  H  M  K  S  L  D  S  L  P  T  S  Q  S  Y  C  P  P  T   
TACAGCACCACAGGTTACAGCATGGACCCTGTCACAGGCTACCAGTACGGACAATATGGACAAAGTGCCTT
TCATTATCTGAAGCCAGAT  

Y  S  T  T  G  Y  S  M  D  P  V  T  G  Y  Q  Y  G  Q  Y  G  Q  S  A  F  H  Y  L  K  P  D  
ATTGCATAA                                                                                     

I  A  *                                                                                     
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MTTLAGAVPRMMRPGAGQNYPRSGFPLEVPTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT 
MTTLAGAVPRMMRPGAGQNYPRSGFPLEVSTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT  
MTTLAGAVPRMMRPGAGQNYPRSGFPLEVSTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT 
MTTLAGAVPRMMRPGAGQNYPRSGFPLEVSTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT  
MTTLAGAVPRMMRPGAGQSYPRGGFPLEVSTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT  
MTTLAGAVPRMMRPGAGQSYPRGGFPLEVSTPLGQGRVNQLGGVFINGRPLPNHIRHK
IVEMAHHGIRPCVISRQLRVSHGCVSKILCRYQETGSIRPGAIGGSKPKQVT  
                  
******************.***.******.************************************************
******************************** 

 
A. cygnoides 
 
A. platyrhynchos 
 
Z. albicollis   
 
F. albicollis  
 
G. gallus  
 
C. japonica 

Paired Domain (PD) 
110 
  
110 
 
110 
 
110 
 
110 
 
110 

TPDVEKKIEEYKRENAGMFSWEIRDKLLKDGVCDRNTVPSVSSISRILRSKFGKGEEEEA
ELERKEAEEGDKKAKHSIDGILSERA--PQSDEGSDIDSEPDLPLKRKQR  
TPDVEKKIEEYKRENAGMFSWEIRDKLLKDGVCDRNTVPSVSSISRILRSKFGKGEEEEA
ELERKEAEEGDKKAKHSIDGILSERA--PQSDEGSDIDSEPDLPLKRKQR  
TPDVEKKIEEYKRENAGMFSWEIRDKLLKDGVCDRNSVPSVSSISRILRSKFGKGEEEEA
ELERKEVEEGDKKAKHSIDGILSERA--PQSDEGSDIDSEPDLPLKRKQR  
TPDVEKKIEEYKRENAGMFSWEIRDKLLKDGVCDRNSVPSVSSISRILRSKFGKGEEEEA
ELERKEVEEGDKKAKHSIDGILSERA--PQSDEGSDIDSEPDLPLKRKQR  
TPDVEKKIEEYKRENAGMFSWEIRDRLLKDGVCDRNTVPSVSSISRILRSKFGKGEEEEA
ELERKEAEEGDKKAKHSIDGILSERASAAQSDEGSDIDSEPDLPLKRKQR  
TPDVEKKIEEYKRENAGMFSWEIRDRLLKDGVCDRNTVPSVSSISRILRSKFGKGEEEEA
ELERKEAEEGDKKAKHSIDGILSERA--PQSDEGSDIDSEPDLPLKRKQR                  
                  
*************************.**********.*****************************.***********
********..**********************   

 
A. cygnoides 
 
A. platyrhynchos 
 
Z. albicollis   
 
F. albicollis  
 
G. gallus     
 
C. japonica                                                       
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Octapeptide region (OP) 



RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
RSRTTFTAEQLEELERAFERTHYPDIYTREELAQRAKLTEARVQVWFSNRRARWR
KQAGANQLMAFNHLIPGGFPPSAMPTLPTYQLSEPSYQPTSIPQAVSDPSSTVHR  
                  
*************************************************************************
*************************************    
 

 
A. cygnoides        
 
A. platyrhynchos    
 
Z. albicollis       
 
F. albicollis       
 
G. gallus     
 
C. japonica                                                       
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Homeodomain (HD) 

 

PQPLPPSTVHQSSLPSNPESSTAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLEHMKSLD 
PQPLPPSTVHQSSLPSNPESSTAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLEHMKSLD  
PQPLPPSTVHQSSLPSNPESSSAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLEHMKSLD  
PQPLPPSTVHQSSLPSNPESSSAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLDHMKSLD  
PQPLPPSTVHQSSLPSNPESSSAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLDHMKSLD  
PQPLPPSTVHQSSLPSNPESSSAYCLPSTRHGFSSYTDSFVPPSGPSNPMNPAIGNGL
SPQVMGLLTNHGGVPHQPQTDYALSPLTGGLEPTTTVSASCSQRLDHMKSLD  
  
*********************.***************************************************
******************************.******    
 

 
A. cygnoides        
 
A. platyrhynchos    
 
Z. albicollis       
 
F. albicollis       
 
G. gallus     
 
C. japonica                                                       
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A SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA 
SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA  
SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA  
SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA  
SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA  
SLPTSQSYCPPTYSTTGYSMDPVTGYQYGQYGQSAFHYLKPDIA  
                  ********************************************    

 
A. cygnoides        
A. platyrhynchos    
Z. albicollis       
F. albicollis       
G. gallus    
C. japonica                                                 
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